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Abstract

Antibodies are used in a broad range of research and diagnostic applications for the enrichment,
detection, and quantitation of proteins and their modifications. Hundreds of thousands of
antibodies are commercially available against thousands of proteins and their modifications.
Unfortunately, many antibodies are poorly characterized, resulting in wasted time and cost as well
as potentially flawed research conclusions. To verify the performance and specificity of Thermo
Scientific antibodies, we have created a comprehensive workflow to assess antibody specificity
using immunoprecipitation (immunocapture) combined with mass spectrometry (IP-MS). This
strategy includes the selection of protein targets, antibody candidates, and cell models, as well as
the characterization of cell models by LC-MS, IP-MS sample preparation and analysis, and

bioinformatic analysis. In this webinar we will highlight new data demonstrating the power of this
new workflow.



